Table 6. Conservancy ani\ysis of antibody linear epitope sequences
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1 AIYHTENAYVSVVSSHYNR HA__| MONOCLONAL 32 32
AMEQMAGSSEQAAEAMEVASQARQMVQA|

2 MRTIGTHPSSS HIN M1 | MONOCLONAL MOUSE

3 CKRGPDSGFFSRLNWLY H3N2 HA__| POLYCLONAL RABBIT 35

4 CKRGPDSGFFS“'}'E,N‘:“"BLESGSTYPVQNW H3N2 HA | POLYCLONAL RABBIT 36 28 25 28 31 28 33

5 CLGHHAVPNGT;\S’SI'GTEIE’:Q'EVTNATE"VQ H3N2 HA | POLYCLONAL RABBIT 33 33 33 33 33 33 33

6 CNNPHRIL H3N2 HA__| POLYCLONAL RABBIT 38 38 38 38 38 50 38|75 75 100 100 75 63 63

7 CNNPHRILDGINC H3N2 HA__| POLYCLONAL RABBIT 38 38 31 38 38 38 38 7769 69

8 CNNPHR'LDG'NCT("J&’&LLGDPHCDGFQNE' H3N2 HA | POLYCLONAL RABBIT 23 23 23 23 23 20 26

9 CPKYVKQNTLKLATGMRNVPEKQT H3N2 HA "ﬁ,%’:sgtgm:t? MOUSE;RABBIT [ 54 50 50 50 50 50 50 100 100

10 | CPKYVKQNTLKLATGMRNVPEKQTR H3N2 HA | POLYCLONAL RABBIT 100100

11 DCTLIDALLGDPH H3N2 HA | POLYCLONAL MOUSE 100100

12 | DPNNMDKAVKLYRKLKREITFHGAKEIALS! HIN M1 | MONOCLONAL 100 100

DVPDYAS H3N2 HA ONOCLONAL OUSE 3 43 3 43 100 100 100 100 100 100

4 DVPDYASL H3N2 HA IONOCLONAL OUSE 0 50 050 50 100 100 100 100 100 100
EGSYPKLKNSYENK HA IONOCLONAL OUSE 7 50 WOl 57 50 57 64 |43 43 43 43 43 43 43 43 [ 4
EGSYPKLKNSYVNK H1 HA IONOCLONAL OUSE 457 100 64 57 64 36 43 36 36 43 43 43 36| 43 4

7 EKQT H3 HA | POLYCLONAL OUSE 5 75 5 75 175 100 100 100 100 100 100 100

8 ETPIRNEWGCR H 2| POLYCLONAL RABBIT

9 EVETPIR H 2 | MONOCLONAL OUSE

0 FQNEKWDL H HA | MONOCLONAL OUSE

1 GFFSRLNWLTKS H HA | POLYCLONAL RABBIT 50 4 100 75 75 67

22 GKICNNPHRILDGIDCTLID H3 HA | MONOCLONAL OUSE 30 30 30 30 30 30 30 100 75 70

23 | GKVTVSTKRSQQTIPNVGSRPWVRGL H3 HA | POLYCLONAL RABBIT 26 26 30 30 30 30 30

MONOCLONAL; | GOAT;MOUSERA|

24 GLFGAIAGFIE HIN HA | o VOLONAL BBIT 100 100 100 100 100 100

25 GLFGA'AGF'ENGEVéE_gngWYGFRHQNS H3N2 HA |MONOCLONAL|  MOUSE

26 G"'YNRMGAVTTEXQ:SEVCATCEQ'ADSQ HIN1 M1 |MONOCLONAL|  MOUSE 100 100 100 100 100

27 GVTQ KRGPDSGFFSR H3N2 HA__| POLYCLONAL RABBIT 73

28 HCDGFQNEKWDL H3N2 HA | MONOCLONAL MOUSE 33 33 42 33 33 33 33 [100

29 HCDGFQNEKWDLFVE H3N2 HA | POLYCLONAL RABBIT 33 33 33 33 33 33 33 [100

HCDGFQNEKWDLFVERSKAFSNCYPYDVP MONOCLONAL; )

30 DYASLRS H3N2 HA | o0lvGLONAL | MOUSERABBIT | 25 22 25 25 25 25 25 (100 25 25
HHPITDSDQTRLY H3 HA | POLYCLONAL RABBI 2 54 46 46 4 69 62 62 62 77 54
HHPSTDKEQTNLY H3 HA | POLYCLONAL RABBI 44 46 46 4 62
KAYSNCYPYDVPDY H3 HA | POLYCLONAL RABBI 6 36 100

KWDLFVERSK H3 HA | MONOCLONAL OUSE 0 50 50 50 50 50 50 | 100
MONOCLONAL;
35 LKLAT H3N2 HA | ool YCLONAL MOUSE 60 60 60 60 60 60 60100 100 100 100 100 100 100 100
LKTRPILSPLTKGILGFVFTLTVPSERGLORR]

36 RFVQNALNGNGD HINA M1 | MONOCLONAL MOUSE 100 100 100 100 100 100 100100 100 100 100 100 100 100 100|100

7 MRNVPEKQT H HA | POLYCLONAL OUSE 100 100 100 100 100 100 100 100| 56

8 MSLLTEVETPIRNEWGCRCNDSSD H 2| MONOCLONAL OUSE 63 63 100 100 63

9 MSLLTEVETPIRNEWGCRCNGSSD H 2| POLYCLONAL OUSE 58 58

4 NATELVQSSSTGKICNNPHRILDGINC H HA | POLYCLONAL RABBIT 26 26 26 26 26

4 NEWGCRCNDSSD H 2| POLYCLONAL RABBIT 100100 92N 100 100 100 100 100 100 100

4 NSDKLYIWGVHHPSTDKEQTNLY H3 HA | POLYCLONAL RABBIT 48 43 48 43 4

4 NVPEKQT H3 HA | MONOCLONAL OUSE 43 43 43 43 4 100 100 100 100 100 100 100

4 NVPEKQTRGIFGAIAGFIE HA OUSE 7474 74 74 74 100100 [NOSINNOSN 100 100 100

4 QDLPGNDNNSTATLC H3N2 HA | POLYCLONAL RABBIT 33 33 33 33 3 47 47 53 53 47 47 47

46 QDLPGNDNNST’;T’\"'&?EHHAVPNGTLVKT' H3N2 HA | POLYGCLONAL RABBIT 2 22 22 2 2 2 25|78 78 78 75 78 75 75 78|22 22

47 SKAFSNCYPYDVPDYASL H3N2 HA | POLYCLONAL | MOUSE;RABBIT 3333 33 39 | 100 JNOANNNGAN 100 100

48 SLLTEVETPIR M2 | POLYCLONAL 73 73 100 100] 73 73 100 100 73 100 73

] MONOCLONAL; | MOU!

49 SLLTEVETPIRNEWGCRCNDSSD HIN1;H3N2 M2 |G ONAL 65 100 100 65

50 SLLTEVETPIRNEWGCRCNDSSDP H1 2| MONOCLONAL 67 100 100 67

51 TONGGSSACKRGPDS H3 HA | POLYCLONAL R

52 VERSKAFSNCYPYDVPDYASLRS H HA | MONOCLONAL | 100 |

53 VTGLRNIPSIQSR H HA | POLYCLONAL 54 54 54 54 54

54 VTGLRNIPSIQSRGLFGAIAGFIEG H HA 64 72 68 68 68

55 WTGVAQD H HA | POLYCLONAL R 71

56 WTGVTQN H3 HA | POLYCLONAI 00

57 YDVPDYAS H3 HA ONOCLONAL 00

58 YPYDVPDYA H3 HA ONOCLONAL OUSE 4 4444 4 00

59 YPYDVPDYAS H3 HA ONOCLONAL 50 40 50 40 40 40 50 00

60 CYPYDVPDY H3 HA | POLYCLONAL RABBIT 67 56 67 56 56 56 67 00

61 DYAS"RS"VASSgg"SES'igEGFNWTGVTQN H3N2 HA | POLYCLONAL RABBIT 22 25 22 22 22 22 25

62 "C"GHHAVPNG&'S'\S’EEEIDQ'EVTNATE"V H3N2 HA | POLYCLONAL RABBIT 3131 31 31 31 31 3

63 NSDKLYIWGVHHPSTDKEQTNLYV H3N2 HA__| POLYCLONAL RABBIT 46 42 46 42 42 42 50

64 QDLPGNDNNSIQB'&%S?,:'AVPNGTLVKT' H3N2 HA | POLYCLONAL RABBIT 2% 26 26 26 26 26 28|79

g5 | SSMRSDAPIGTCSSECITPNGSIPNDKPFQ H3N2 HA | POLYGCLONAL RABBIT 46 46 41 43 43 41 43 [100

66 | TNATELVQSSSTGKICNNPHRILDGIN H3N2 HA | POLYCLONA RABBIT 26 26

67 FESTGNLI HA ONOCLONAL OUSE 75 63 63 75 75 75 63|75 75

68 GFRHONSEGTGQAADL H HA ONOCLONAL 100 31 100 100 100 100 100

69 KRGPGSG H HA IONOCLONAL 57 71 100 57 57

7 LTEVETPIRNEWG H 2 ONOCLONAL 100 54100

7 RSQQTII H HA IONOCLONAL 57 57

7 'SSFERFEIFPF HA IONOCLONAL 100100 100 100 100 38 38 38

7 TNQEQTSLYV H3N2 HA ONOCLONAL OUSE 40 40 40 40 40 50 70 50 40 50 50

7 TYQRTRALV HINA P__| POLYCLONAL OUSE | 100 100 100 100 100 100 100|100 100 100 100 100 100 100 100|100 100

7 WLTEKEGSYP HIN1 HA [ MONOCLONAL OUSE [ 70 70 100 7060 50 50 50 60 50 40 40|50 50

Identity level color code:
Yellow: 100%

Magenta: 290%
Green: 280%



